ABSTRACT Vibrio penaeicida is a bacterial pathogen of cultured shrimp. The draft genome sequence of V. penaeicida strain TUMSAT-NU1 consists of 100 scaffolds with a total of 6.41 Mbp. We identified possible virulence factors, and we found that V. penaeicida and Vibrio nigripulchritudo are closely related.
Here, we reported on the draft genome sequence of V. penaeicida TUMSAT-NU1. Our results will contribute to a deeper understanding of the molecular basis of bacterial infections in cultured shrimp. Accession number(s). The V. penaeicida TUMSAT-NU1 scaffolds are available at DDBJ/EMBL/GenBank under the accession numbers BFAQ01000001 to BFAQ01000100. The raw Illumina read data can be found in the DDBJ Sequence Read Archive with the accession number DRA006460.
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